ligands in a cis octahedral arrangement. Neighbouring anions are connected through O-HÁ Á ÁO hydrogen bonds between hydroxide groups and noncoordinating oxalate O atoms into layers expanding parallel to (100). In addition, cations and anions are linked through N-HÁ Á ÁO hydrogen bonds, and the water molecule bridges two anions with two O-HÁ Á ÁO hydrogen bonds and is also the acceptor of an N-HÁ Á ÁO hydrogen bond with one of the cations. Weak C-HÁ Á ÁO hydrogen bonds are also observed. The intricate hydrogen bonding leads to the formation of a three-dimensional network.
Chemical context
Organotin(IV) compounds are a class of compounds studied for their numerous applications in various fields involving biological activities (Sirajuddin et al., 2014) , biocidal properties (Davies et al., 2008) or catalysis applications (Meneghetti & Meneghetti, 2015) . Interested in tin(IV) chemistry, our group has so far synthesized and structurally characterized several compounds of this family, see, for example: Sarr et al. (2015) ; Diop et al. (2015) ; Gueye et al. (2014 
Structural commentary
The Sn IV atom is chelated by two oxalate anions and is coordinated by two OH groups in a cis arrangement, leading to a ISSN 2056-9890 distorted octahedral environment (Fig. 1) . The Sn-O distances involving the oxalate anions [2.103 (2) (O1), 2.077 (2) (O2), 2.074 (2) (O5) and 2.114 (2) Å (O6)] are in the typical range reported for oxalatostannate(IV) anions (Sarr et al., 2015; Gueye et al., 2014) . The Sn-O distances involving the OH groups [2.001 (2) (O9) and 1.973 (2) Å (O10)] are shorter by ca 0.1 Å . The distortion from the ideal octahedron is reflected by the trans angle O1-Sn-O10 of 169.11 (9) involving one of the hydroxyl groups and the oxalate O1 atom. Within the oxalate ligands, the distances [C1-O1 1.296 (4), C2-O2 1.300 (4), C3-O6 1.290 (4), C4-O5 1.299 (4) Å ] and [C2-O3 1.215 (4), C1-O4 1.223 (4), O7-C3 1.220 (4), O8-C4 1.212 (4) Å ] are compatible with single C-O and double C O bonds, respectively. Bond lengths and angles within the two bis(2-methyl-1H-imidazol-3-ium) cations are in normal ranges.
Supramolecular features
2À is linked to two neighbouring anions through hydroxyl(OH)Á Á ÁO hydrogen bonds involving the non-coordinating oxalate O atoms as acceptor groups. These interactions lead to the formation of layers extending parallel to (100). The cations interact with the anions via N-HÁ Á ÁO hydrogen bonds (one bifurcated) whereby the non-coordinating oxalate O atoms again are the acceptor groups with the exception of one hydroxyl O atom (O9) as an acceptor (Table 1 ). The two hydroxyl groups are also acceptor groups of two (water)OHÁ Á ÁO interactions, giving a total of nine hydrogen-bonding interactions per stannate dianion (Fig. 2) . In addition to the dominant classical O-HÁ Á ÁO and N-HÁ Á ÁO interactions, weak C-HÁ Á ÁO hydrogen bonds are also present in the structure (Table 1) .
Synthesis and crystallization
The title compound was obtained by reacting in methanol in a 2:1 ratio SnCl 2 Á2H 2 O with bis(methyl-2-imidazolium) oxalate. The latter was previously prepared in aqueous solution by mixing in a 2:1 ratio methyl-2-imidazole with oxalic acid and allowing the water to evaporate at 333 K. Slow solvent evaporation at room temperature afforded colourless crystals suitable for X-ray diffraction analysis.
Refinement
Crystal data, data collection and structure refinement details are summarized in Figure 1 The structure of the molecular components in the title compound, with displacement ellipsoids drawn at the 50% probability level. H atoms are drawn as spheres of arbitrary radius and hydrogen bonds are shown as dashed lines. Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2
A view of a central stannate dianion (ball-and-stick representation) surrounded by its hydrogen-bonded neighbours (stick representation), viz three cations, two water molecules and four other stannate anions. Hydrogen bonds are displayed as black dotted lines and H atoms not involved in hydrogen bonding have been omitted for clarity. difference map and were refined using SADI and DFIX restraints (Sheldrick, 2015b) . All other H atoms were positioned geometrically (C-H = 0.95, 0.98 Å , N-H = 0.88 Å ) and refined as riding with U iso (H) = xU eq (C, N) with x = 1.5 for methyl and x = 1.2 for other H atoms.
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Special details
Experimental. X-ray crystallographic data for I were collected from a single-crystal sample, which was mounted on a loop fiber. Data were collected using a Bruker Venture diffractometer equipped with a Photon 100 CMOS Detector, a Helios MX optics and a Kappa goniometer. The crystal-to-detector distance was 4.0 cm, and the data collection was carried out in 1024 x 1024 pixel mode. 
